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Here are the results of the search you requested. 
Please feel free to contact me if you have any questions. 
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> I am an examiner in Worl<group: 
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> Relevant prior art found, search results used as follows: 

□ 1 02 rejection 

□ 1 03 rejection 

□ Cited as being of interest. 

O Helped examiner better understand the invention. 

□ Helped examiner better understand the state of the art in their technology. 

Types of relevant prior art found: 

□ Foreign Patent(s) 

□ Non-Patent Literature 

(journal articles, conference proceedings, new product announcements etc.) 

> Relevant prior ari: not found: 

□ Results verified the lack of relevant prior art (helped determine patentability). 

□ Results were not useful in determining patentability or understanding the invention. 
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Please do the sequence homology and interference search for SEQ ID NO: 1 , wherine the sequence may contain a 

deletion mutation of 1-30 amino acid residues in the frame. Thanks. 
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